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The undersigned, Dr. Elizabeth Visser, hereby declares: 



1 . I am presently the Patent Manager at Genesis Research and Development 
Corporation Limited, the assignee of the subject patent application. I have a D.Sc(agric) 
in the field of molecular biology and I previously held the position of Senior Scientist at 
Genesis Research and Development Corp. Ltd. 

2. An alignment of murine FGFRSy (SEQ ID NO: 32) and the human 
FGFR5 sequence of SEQ ID NO: 33 is attached hereto as Exhibit A. As stated in the 
specification on page 29, line 22 - page 30, line 3, conserved ligand binding residues 
previously identified in FGFR1 are found at residues 66, 68, 146, 178, 181, 183 and 216 
of SEQ ID NO: 32, while conservative substitutions of potential ligand binding residues 
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identified in FGFR1 are found at residues 64, 180 and 226 of SEQ ID NO: 32. The 
alignment provided in Exhibit A shows that these residues are conserved between SEQ 
ID NO: 32 and SEQ ID NO: 33, and further, that the SEQ ID NOS: 32 and 33 show 
93.7% identity in the 207 amino acid overlap. 

3. An alignment of SEQ ID NO: 33 with SEQ ID NO: 31 and also with the 
known sequences of FGFR1, FGFR2, FGFR3 and FGFR4 is provided in Exhibit B, 
attached hereto. The heparin-binding domain previously identified in members of the 
FGFR family is located at residues 160-177 of FGFR1. As shown in the alignment, this 
domain is conserved between the murine FGFRSp sequence (SEQ ID NO: 31) and the 
human FGFR5 sequence of SEQ ID NO: 33. 

4. Based on these similarities between the murine sequences of SEQ ID NO: 
31 and 32, and the human sequence of SEQ ID NO: 33, 1 would expect SEQ ED NO: 33 
to possess similar functional activity to SEQ ID NOS: 31 and 32. 

5. The undersigned further declares that all statements made herein of my 
own knowledge are true and that all statements made on information and belief are 
believed to be true, and further that these statements were made with the knowledge that 
willful, false statements, and the like so made are punishable by fine or imprisonment, or 
both under Section 1001 of Title 35 of the United States Code. 
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